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Skyline Targeted Mass Spec Environment

Check out the Presentations from the Skyline User Group Meeting

at ASMS Anaheim, CA (June 2. 2024)

Watch Videos of the latest Skyline Tutorial Webinars

DIA to SRM, Jon Mobility, Calibrated Quant, and much more
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Skyline is a freely-available and open source Windows client application for building Selected Reaction Monitoring (SRM) / Multiple Reaction Monitoring (MRM), Parallel Reaction Monitoring
(PRM), Data Independent Acquisition (DIA/SWATH) and DDA with MS1 quantitative methods and analyzing the resulting mass spectrometer data. It aims to employ cutting-edge
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Tutorial: Targeted Method Refinement Refine a broad set of SRM measurements, importing instrument
data, and refining the document. Start with an unrefined document requiring over 2000 transitions and 39
injections to measure unscheduled on a Thermo TSQ. Learn how to import all 39 injections into a single

replicate. Use the Skyline refinement dialog to remove all but the best transitions for the highest
confidence peaks. (28 pages)

technologies for creating and iteratively refining targeted methods for large-scale quantitative mass spectrometry studies in life sciences.

Get Started

Webinars

Analysis of diaPASEF Data With Skyline

Using Skyline Batch for Large-Scale DIA

DIA/SWATH Data Analysis in Skyline Revisi

= MNew!Using DIA Data To Create SRM Methods

= lon Mobility Spectrum Filtering with Skyline
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MORE WEBINARS »

Tutorials

Grouped Study Data Processing

Small Molecule Targets

Data Independent Acquisition

MORE TUTORIALS »
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Creating Chromatogram Libraries with Pancrama

[Support]
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Download & Install:

Skyline 24.1 - 64 bit

Skyline-daily (beta)
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Experiment Planning

Injections were performed in this order:

Serum Sample Injection Seguence

doukbe blank

PBS ‘rene’ zamples

Calibration curve Low to High

Low, Mic, High OC Samples

alobal Refererce O

4765 Serum SPOC

MIET 5RM 15950

Study Samples 1to 38

_ow, Mic, kigk OC Samples

alobal Refererce Ol

4765 Serum SPOC

Study Samples 39 to 76

alobal Refererce Ol

4765 Serum SPOC

MIET 5RM 15950

@8O High, Mid, Low OC Samples
@  Calibration Curve Low to High

®@eed @I?GE@ Iiifi}{}

In all, 113 injections were used in collecting the mass spec data for these samples.
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