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1. Open Multiquant
2. You need to create two things; New quantitation method and New results table

Go to File > New quantitation method

3. Browse your data files and pick any file in the medium concentration range.
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• Before selecting this file, make sure to check the chromatogram, peak shape RT etc. as your 
method will be based on this particular file.
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•A list of all the standards and their transitions from .wiff file will be displayed
•Replicate names corresponds to the number of transitions used for one single molecule.
•But in order to process further, you need to edit the name like Naringenin, Naringenin _1 etc.
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In the Experiment Tab, depending upon your experiment and information in the 
.wiff file, it will display transitions in the positive mode and in the negative mode.
Click the drop down box

• You can also assign groups to the same set of molecules
• Check the IS box if any of the listed molecule was used as Internal standard

•Next go to Integration & Regression settings
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Integration & Regression 
Settings 

• You can click on one component at a time and fill in the values for all the settings like smoothening, RT half window,
Noise percentage etc.
• All these values will depend on the peak properties.
• Regression settings are used for plotting the calibration curve.
• Fill in the concentration units (eg. ng/ml, ppm etc.). Depends on the concentration of the standards prepared.
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Outlier settings

Outlier settings are used if you need your results within a certain range like in Quality control 
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Save method;
Go to File> Save As> Give name to your method
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Creating Results Table:
Go to File> New Results table>

• Select samples box will 
open

• Browse your sample files
• Click on files in which 

quantitation is needed
• Click on the forward arrow 

to put them in the selected 
side
• Click Next
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• Choose the method already created to process your sample files
• Check the “Create New Method” if the method was not created and saved before
• Automatic methods are generally experiment specific. In case of Lipids we can use it
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• Click “ Open” to browse the saved method
• Method saved will have .qmethod as extension
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• Click “Finish”
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Results Table

View the 
peaks and 
integration parameters

View the calibration curve

Fill in the standard concentrations 
used 
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Peak Review 
Window
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Cal Curves for all 
Components

•Regression equation
•Co-relation coefficient

Any deviating 
concentration value 

can be excluded  
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